About “qPCR data with Methods paper”

The collection of qPCR data that you can download from this site consists of the data that
were used in the comparison of PCR curve analysis methods carried out by the original
developers of these analysis methods. The purpose of this comparison is to help the user of
these curve analysis methods in the choice of the appropriate method for his/her application.
Secondly we like to provide a benchmark for developers of qPCR data analysis programs. The
raw fluorescence in this collection can be used to test the developed algorithms. We noticed
that in the past our methods were not always applied in the correct and currently
recommended way. To avoid such unjustified use, also the results of our analysis of these data
can be found in this data collection. The results of the comparison of the included curve
analysis methods, and the details on how bias, resolution and precision were evaluated, can be
found in our contribution to the Transcriptional Biomarker issue of Methods that will be
released in early 2013. For the reference to the online publication: see below.
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e FPK-PCR: Lievens et al. (2011) Enhanced analysis of real-time PCR data by using a
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o LinRegPCR: Ruijter et al. (2009) Amplification efficiency: linking baseline and bias
in the analysis of quantitative PCR data. Nucleic Acids Research 37: e45, 2009.
Program download: LinRegPCR. Website: LinRegPCR
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The web-based CAmpER software, developed by Jochen Blom, implements two curve
analysis algorithms:
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Version History

qPCRDataMethods version 1.1 released September 2012
Added the analysis template for concentration series to the data
Analysis template:
Excel file with:
e calculation of performance indicators

o FO data per curve analysis method
e (Cq values per curve analysis method

qPCRDataMethods version 1.0 released September 2012
First release with online publication of the Methods paper
Raw fluorescecne data:
All raw data are in Excel in a "one reaction per row - one cycle per column" format
Biomarker dataset:
e 64 genes (in 4 Excel files)
e 366 tissue samples
o dilution series in triplicate
e no template control

Technical dataset:

e 380 replicates


http://www.ncbi.nlm.nih.gov/sites/entrez?Db=PubMed&Cmd=ShowDetailView&TermToSearch=16241897
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http://camper.cebitec.uni-bielefeld.de/
http://www.ncbi.nlm.nih.gov/sites/entrez?Db=PubMed&Cmd=ShowDetailView&TermToSearch=12853650
http://www.ncbi.nlm.nih.gov/sites/entrez?Db=PubMed&Cmd=ShowDetailView&TermToSearch=14530455

e 94 replicates 4 dilutions
e competimers

Analysis results:
Biomarker dataset:

o 1 Excel file with results per analysis method
e 1 sheet per observed parameter

Technical dataset:

e 1 Excel file per dataset
o 1 sheet with results per analysis method
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